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plt.contour  did not have the expected collections

attribute. This can happen with different versions of Matplotlib. I'll fix
this by checking the allsegs  attribute instead, which indicates
whether any contour lines were actually generated, before
attempting to label them. This makes the code more compatible and
prevents the error.

The code executed successfully, and the plot shows the predicted
resolution limit of optogenetic cellulose patterning. This phase
diagram illustrates how different levels of 'Biological blur sigma' and
'Dark-state leakage' affect the 'Minimum visible feature size (mm)',
with a red contour line indicating the 0.8 mm resolution limit from a
paper reference.
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Create a heatmap showing the sensitivity of the resolution limit to

different parameters

How can I save the generated phase diagram plot to a file?
Optimize the resolution_map calculation using NumPy vectorization

instead of loops

 

Gemini can make mistakes, so double-check it and use code with caution. Learn more
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What can I help you build?

Variables Terminal 15:19 T4 (Python 3)
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https://drive.google.com/drive/search?q=owner%3Ame%20(type%3Aapplication%2Fvnd.google.colaboratory%20%7C%7C%20type%3Aapplication%2Fvnd.google.colab)&authuser=0
http://g.co/legal/generative-code

