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Joachim Messing Addgene Sequences:

Full (1) | Partial (2)
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Publication

Norrander et al Gene. 1983 Dec;26(1):101-6.
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L/ Full Sequences from Addgene (1)
Sequence Information

Enlarge | View all sequences
Sequences (3)

Based on next-generation sequencing (NGS) results where indicated (Addgene NGS Result), or assembled from reference sequences and/or Sanger results
(Addgene Assembled Sequence).

> Addgene NGS Result
GAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCG
GTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGOGAAACGCCTGGTATCTTTATA
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ATGGAAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTC

TTTCCTGCGTTATCCCCTGATTCTGTGGATAACCGTATTACCGCCTTTGAGTGAGCTGATACCGCTCGCC

D GCAGCCGAACGACCGAGCGCAGCGAGTCAGTGAGCGAGGAAGCGGAAGAGCGCCCAATACGCAAACCGLC

= L TCTCCCCGCGCGTTGGCCGATTCATTAATGCAGC TGGCACGACAGGT TTCCCGACTGGAAAGCGGGCAGT

GAGCGCAACGCAATTAATGTGAGTTAGC TCACTCATTAGGCACCCCAGGCTTTACACTTTATGCTTCCGG

[— . CTCGTATGTTGTGTGGAATTGTGAGCGGATAACAATTTCACACAGGAAACAGC TATGACCATGATTACGC

CAAGCTTGCATGCCTGCAGGTCGACTCTAGAGGATCCCCGGGTACCGAGCTCGAATTCACTGGCCGTCGT

TTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTC

® GenBank ® SnapGene @ File Help GCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCG

7 : ] AATGGCGCCTGATGCGGTATTTTCTCCTTACGCATCTGTGCGGTATTTCACACCGCATATGGTGCACTCT
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E DNA/RNAsequence » g NewDNA/RNA ' —t
ence Import DNA / RNA i
® Arzeu > & sequences
= Import DNA / RNA
Oligo % B sequences from
spreadsheet
° ) > 5 Reimport DNA / RNA
sequences
Ll ? & Bulkimport DNA/RNA
from ome
More > o
0 Assemble DNA
sequences by cloning
Assemble DNA / RNA
O sequences by
concatenation
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Create DNA / RNA sequence

CREATENEW  UPLOAD FILES

Name *

pUC19_backbone

Project folder*

Nucleotide type*

IMPORT FROM DATABASE

@@ Week 6- 2026a-ana-gomez

DNA

RNA

Schema

' Select a schema...

GAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAC
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Create DNA / RNA sequence

CREATENEW  UPLOADFILES  IMPORT FROM DATABASE

small_peptide_insert

Project folder"

Nucleotide type*

DNA

Schema

Select a schema...

ATGGCTGCTGCTGCTGCTGCTGCTGCTGCTGCTTAA
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Small peptide
structure output

RNA
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GCTCTCAATCATCCCTGCTGCTGCTGCT
GCTCGCTGCTGCTGCTTAAGCTTGAGACC

56 BP

>rojects /

Week 6- 2026a-ana-gomez
g v

Q Search

Type v = Filters

~ pUC19_backbone
Last modified 12 minutes ago

- small_peptide_insert
Last modified just now

@
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= Protein design (codon optimized) F... Z pUC19_backbone

Folder

File

Entry

Protocol

DNA / RNA sequence

AA sequence

Oligo

Assemblv

CRISPR

+ | 1 SEQUENCE MAP LINEAR MAP DESCRIPTION METADATA ENTI

Q Search

GACGACGAA

0 Assemble DNA
sequences by cloning

0 Assemble sequences and
oligos by concatenation
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Assemble DNA 4 Search
Name * ! Acul
pUC19 + peptide assembly el 026a-ana-gomez
Project folder* Topology of construct
BfuAl pevy %

% I Week 6- 2026a-ana-gomez Circular v

[ - ] [ 2 ] [ . 3 ] Circular v % o | |
bson Homology
Cloning method
[ Golden Gate Gibson Homology BspMI
ece using Type IS restriction enzymes and T4
Join up to 15 DNA fragments into a single piece using Type IIS restriction enzymes and T4 BigZl
DNA ligase. Hide details « ' sites via PCR.
Optionally, you can use primers to Introduce cut sites via PCR. ' Sapl >
Aarl
Review the following parameters. Reset to defaults Reset to defaults
Type IIS Restriction Enzyme Fragment production method PaqCl Fragment production method
Hoss Use exisiing cut shes il Bbsl v Use existing cut sites v

You can change this later.

You can change this later.
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OVERVIEW CONSTRUCTS METADATA

o Still using legacy bulk assembly to design constructs? If so, return to the old tool here.
The legacy tool will remain avallable for a limited time. We will notify you In advance before It becomes unavallable.

Bins & Spacers (2) +

BIN1 i BIN 2 —) —_—

Backbone Insert1 O Diconsimdis

Use existing cut sites v Use existing cut sites v

Z O0fragments = X ofragments =~

X Fragments DNA sequence
| | ' | X Fragmen
Sequence Bin Start End Length Orientation Type lIS
| L = KOs ceal Sequ Length Orientation
: Addrows 1 small_peptide_insert | Forward
| | DNA sequence :
1 ~ Add rows
o E— ' NC_001416.1 Enterobacteria
c"_"“mm | _ e“ phage lambda, complete
Name Backbone Overhang Insert 1 Overhang ¢ genome
= | ! i - '- -' DNA sequence
v A4
1 Add rows Y Canetriinte o
‘ - - - - - - - - 4 |

fMade]lbyfAnalCo

- - - - -

Bins & Spacers (2) +

BIN1 BIN 2

Backbone Insert 1

O 0 constructs

Use existing cut sites Vv Use existing cut sites Vv

X 0 fragments

Protein design (codon
optimized) Forward

a Constructs
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Add fragment(s) *

¥ pUCI9_backbone View: Sequence map v = — = =——— <+
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- Add fragmenqs) Start End Orientation Sequence map

X pUCI9_backbone View: Sequence map v — = == + v 2006 v & 2005w  Forward v

Linear map

27kbof 27 kb

chqnge ﬁh@wﬁw@ﬂt{b@ i |
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0. For the small pephde |nserff“’f"?"the features’

chqnge l'O use a prlmer pdll' T o fragment(s)

Bins & Spacers (2) + X small_peptide_insert View: Sequence map v @ — = =——— <+
BIN 1 i BIN 2 L= Start End Orientation

Constructs
Backbone Insert1

1 o 56 Forward v

Use existing cut sites v

E 1fragment -~

Use a primer pair

Preferred 5' primer  Preferred 3' primer

NotexlfselectlafsectionkfordBsalINOIgto}intenfene: |
Z Fragments

Sequence Bin Start End Length I @ @therw mﬂn
| | | thelG

X 1fragment =

1 | g PUCISDackbo | g b ibone v 2006v 2005w 268¢ onstrucigsection
2 | ® = ¥ I ‘ e = o
i
1 Add rows 1 : Add rows 2 rows
O Constructs O Constructs Status v View constructs ov Autopopulate L~
Name Backbone Overhang Ins: Name Backbone Overhang Insert1 Overhang Status
pUC19_backbone- - - | pUC19_backbone - | | © Sticky ends of pUC19_backbone (CGGT) and
= . UC19_backbo v CGGT sm = a =

small_peptide_insert 2e ns; : small_peptide_insert sgm S HEENY f‘r::{ltl_p CPE T small_peptide_insert (ATGA) are incompatible.

1 Add rows 1 Add rows 1row

For'thiscase, it'/appeared because/ lim using/an/imaginary/inventedisequence ofia
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.'H After selecting ’rhe primers. At; the construct Table b

you selectithe op’rlon Autopopulqte ““select; below

XthetstatusIviewdconstructs Status v View constructs v - @

Name Backbone Overhang Insert 1 Overhang Status

pUC19_backbone- )
small_peptide_insert pUC19_backbo v CGGT small_peptide_i v CGGT (“) Ready to assemble

ne nsert

1 Add rows

§2ctinishlinelproject asib@}ﬂ}xa@ﬂf[h@
Viw: Plsmid map v | = ——Ct € —O— topk Hthenlfinalizejthelo vdby.
Eqm Mm selec-hngbthe features, cmd then press “next.” x

o Define outputs o Review and finalize

AbaSI
Set the schema for each assembly output you want to create and optionally map assembly entities to relevant schema
fields
Constructs Primers Amplified fragments »
FspEI O 1 constructs ™ 2 sequences X 2 fragments
Schema Schema Schema
) ) Select a schema... v Select a schema... v Select a schema... v
small_peptide_insert_reverse (DNA)
MspJI Fragment bin
All bins v
small_peptide_insert_forward (DNA)
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Finalize assembly

o @ Define outputs e Review and finalize

Set the project folder and study where assembly outputs will be saved. Optionally add outputs to a worklist or

rotebook ny for egsiaon ‘F[h@fﬂ]@@i[h@

Project folder* Studies
pUC19_backbone

@ Week 6- 2026a-ana-gomez Search for studies
Last modified an hour ago @

Add outputs to a Notebook entry
Optionally send assembly outputs to registration tables In a Notebook entry

pUC19_backbone-small_peptide_insert

Last modified a minute ago

Add outputs to a worklist .
~. small_peptide_insert
Optionally add assembly outputs to new or existing worklists
Last modified 32 minutes ago @

Constructs Primers

O 1constructs ™" 2 primers " small_peptide_insert_forward

Worklist Worklist Last modified a minute ago @

Search worklists... b 4 Search worklists... v

small_peptide_insert_reverse
Last modified a minute ago e
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pUC19_backbone-small_peptide_insert
38 bp
AbaSI

€. 8 ’ ""w " small_peptide_insert_forward (DNA)
ve %‘%*‘i?ﬂ&?f
-~ i ﬁ::le,‘-!: i’;}g'ﬁ_ﬁ;"’

o
MSpJIMV

Made by Ana Gomez- HTGAA Spring 2026



