
2/18/2026 10:06:11 PM(from 1-200 bp)

https://benchling.com/svobojes/f/lib_smO1bwtncM-htgaa-2026/seq_K4jVMbNYvs-afaphbaa-842-2611/edit# 1/9

Template Alignment: PHAC_CUPNH (RT to E coli)

atggcgaccggcaaaggcgcggcagcttccacgcaggaaggcaagtcccaaccattcaaggtcacgccggggccattcgatccagccacatggctggaat
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1-1770

phaC CDS (poly-beta-hydroxybuterate polymerase)
phaC gene

template sequence phaC - Cupriavidus necator

ATGGCAACTGGAAAGGGTGCGGCCGCGAGCACACAGGAAGGTAAATCACAGCCGTTTAAGGTAACCCCGGGCCCCTTCGATCCTGCCACGTGGCTCGAGT
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aligned sequence PHAC_CUPNH (RT to E coli)

ggtcccgccagtggcagggcactgaaggcaacggccacgcggccgcgtccggcattccgggcctggatgcgctggcaggcgtcaagatcgcgccggcgca
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1-1770

phaC CDS (poly-beta-hydroxybuterate polymerase)
phaC gene

template sequence phaC - Cupriavidus necator

GGTCGCGTCAGTGGCAAGGCACTGAAGGTAATGGGCACGCAGCCGCCTCTGGCATCCCGGGTCTTGATGCCCTGGCAGGCGTGAAGATTGCCCCAGCCCA

110 120 130 140 150 160 170 180 190 200

aligned sequence PHAC_CUPNH (RT to E coli)



2/18/2026 10:06:11 PMTemplate Alignment: PHAC_CUPNH (RT to E coli) (from 201-400 bp)

https://benchling.com/svobojes/f/lib_smO1bwtncM-htgaa-2026/seq_K4jVMbNYvs-afaphbaa-842-2611/edit# 2/9

gctgggtgatatccagcagcgctacatgaaggacttctcagcgctgtggcaggccatggccgagggcaaggccgaggccaccggtccgctgcacgaccgg
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1-1770

phaC CDS (poly-beta-hydroxybuterate polymerase)
phaC gene

template sequence phaC - Cupriavidus necator

ATTAGGTGACATTCAGCAACGTTACATGAAAGACTTTAGTGCACTATGGCAGGCCATGGCGGAAGGTAAAGCGGAGGCGACGGGGCCTCTGCATGATCGT

210 220 230 240 250 260 270 280 290 300

aligned sequence PHAC_CUPNH (RT to E coli)

cgcttcgccggcgacgcatggcgcaccaacctcccatatcgcttcgctgccgcgttctacctgctcaatgcgcgcgccttgaccgagctggccgatgccg
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1-1770

phaC CDS (poly-beta-hydroxybuterate polymerase)
phaC gene

template sequence phaC - Cupriavidus necator

CGCTTCGCCGGCGATGCGTGGCGTACCAACCTGCCGTATCGCTTCGCAGCGGCGTTTTATCTGCTCAACGCGCGTGCACTTACCGAGCTGGCTGACGCAG

310 320 330 340 350 360 370 380 390 400

aligned sequence PHAC_CUPNH (RT to E coli)



2/18/2026 10:06:11 PMTemplate Alignment: PHAC_CUPNH (RT to E coli) (from 401-600 bp)

https://benchling.com/svobojes/f/lib_smO1bwtncM-htgaa-2026/seq_K4jVMbNYvs-afaphbaa-842-2611/edit# 3/9

tcgaggccgatgccaagacccgccagcgcatccgcttcgcgatctcgcaatgggtcgatgcgatgtcgcccgccaacttccttgccaccaatcccgaggc
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1-1770

phaC CDS (poly-beta-hydroxybuterate polymerase)
phaC gene

template sequence phaC - Cupriavidus necator

TAGAAGCCGACGCCAAAACCAGGCAACGCATCCGTTTTGCGATTAGCCAGTGGGTGGATGCCATGAGTCCGGCTAACTTTCTGGCGACCAACCCGGAAGC

410 420 430 440 450 460 470 480 490 500

aligned sequence PHAC_CUPNH (RT to E coli)

gcagcgcctgctgatcgagtcgggcggcgaatcgctgcgtgccggcgtgcgcaacatgatggaagacctgacacgcggcaagatctcgcagaccgacgag
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1-1770

phaC CDS (poly-beta-hydroxybuterate polymerase)
phaC gene

template sequence phaC - Cupriavidus necator

CCAGCGCCTCCTGATTGAATCCGGTGGCGAAAGTCTTCGCGCGGGAGTGCGAAACATGATGGAAGATCTGACGCGAGGTAAGATCAGCCAGACGGATGAA

510 520 530 540 550 560 570 580 590 600

aligned sequence PHAC_CUPNH (RT to E coli)



2/18/2026 10:06:11 PMTemplate Alignment: PHAC_CUPNH (RT to E coli) (from 601-800 bp)

https://benchling.com/svobojes/f/lib_smO1bwtncM-htgaa-2026/seq_K4jVMbNYvs-afaphbaa-842-2611/edit# 4/9

agcgcgtttgaggtcggccgcaatgtcgcggtgaccgaaggcgccgtggtcttcgagaacgagtacttccagctgttgcagtacaagccgctgaccgaca
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1-1770

phaC CDS (poly-beta-hydroxybuterate polymerase)
phaC gene

template sequence phaC - Cupriavidus necator

AGCGCATTCGAAGTCGGGCGTAATGTTGCCGTTACGGAGGGTGCGGTTGTGTTTGAGAACGAATATTTCCAGTTGTTACAGTATAAGCCGCTGACCGATA

610 620 630 640 650 660 670 680 690 700

aligned sequence PHAC_CUPNH (RT to E coli)

aggtgcacgcgcgcccgctgctgatggtgccgccgtgcatcaacaagtactacatcctggacctgcagccggagagctcgctggtgcgccatgtggtgga
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1-1770

phaC CDS (poly-beta-hydroxybuterate polymerase)
phaC gene

template sequence phaC - Cupriavidus necator

AAGTGCATGCCCGCCCACTTCTCATGGTACCTCCGTGCATCAACAAATACTACATTCTGGATCTTCAGCCTGAGAGCTCATTGGTACGCCATGTGGTAGA

710 720 730 740 750 760 770 780 790 800

aligned sequence PHAC_CUPNH (RT to E coli)



2/18/2026 10:06:11 PMTemplate Alignment: PHAC_CUPNH (RT to E coli) (from 801-1000 bp)

https://benchling.com/svobojes/f/lib_smO1bwtncM-htgaa-2026/seq_K4jVMbNYvs-afaphbaa-842-2611/edit# 5/9

gcagggacatacggtgtttctggtgtcgtggcgcaatccggacgccagcatggccggcagcacctgggacgactacatcgagcacgcggccatccgcgcc
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1-1770

phaC CDS (poly-beta-hydroxybuterate polymerase)
phaC gene

template sequence phaC - Cupriavidus necator

GCAAGGCCACACAGTGTTTCTAGTCTCATGGCGCAATCCGGACGCATCCATGGCCGGCTCGACGTGGGACGATTATATCGAACACGCGGCAATAAGAGCG

810 820 830 840 850 860 870 880 890 900

aligned sequence PHAC_CUPNH (RT to E coli)

atcgaagtcgcgcgcgacatcagcggccaggacaagatcaacgtgctcggcttctgcgtgggcggcaccattgtctcgaccgcgctggcggtgctggccg
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1-1770

phaC CDS (poly-beta-hydroxybuterate polymerase)
phaC gene

template sequence phaC - Cupriavidus necator

ATTGAGGTCGCGCGTGATATCAGCGGTCAGGACAAAATTAATGTGTTAGGTTTCTGCGTAGGCGGTACTATCGTGAGTACCGCCCTGGCGGTTTTGGCAG

910 920 930 940 950 960 970 980 990 1,000

aligned sequence PHAC_CUPNH (RT to E coli)



2/18/2026 10:06:11 PMTemplate Alignment: PHAC_CUPNH (RT to E coli) (from 1001-1200 bp)

https://benchling.com/svobojes/f/lib_smO1bwtncM-htgaa-2026/seq_K4jVMbNYvs-afaphbaa-842-2611/edit# 6/9

cgcgcggcgagcacccggccgccagcgtcacgctgctgaccacgctgctggactttgccgacacgggcatcctcgacgtctttgtcgacgagggccatgt
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1-1770

phaC CDS (poly-beta-hydroxybuterate polymerase)
phaC gene

template sequence phaC - Cupriavidus necator

CTCGCGGCGAACATCCGGCCGCTTCAGTTACTCTTCTGACTACCCTGCTGGATTTTGCGGACACCGGCATTCTGGATGTCTTCGTAGATGAAGGACATGT

1,010 1,020 1,030 1,040 1,050 1,060 1,070 1,080 1,090 1,100

aligned sequence PHAC_CUPNH (RT to E coli)

gcagttgcgcgaggccacgctgggcggcggcgccggcgcgccgtgcgcgctgctgcgcggccttgagctggccaataccttctcgttcttgcgcccgaac
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1-1770

phaC CDS (poly-beta-hydroxybuterate polymerase)
phaC gene

template sequence phaC - Cupriavidus necator

TCAGTTGCGCGAAGCAACCTTAGGCGGGGGGGCGGGTGCCCCGTGTGCCTTACTGCGGGGCCTGGAACTCGCTAACACCTTTTCGTTCCTGCGCCCAAAC

1,110 1,120 1,130 1,140 1,150 1,160 1,170 1,180 1,190 1,200

aligned sequence PHAC_CUPNH (RT to E coli)



2/18/2026 10:06:11 PMTemplate Alignment: PHAC_CUPNH (RT to E coli) (from 1201-1400 bp)

https://benchling.com/svobojes/f/lib_smO1bwtncM-htgaa-2026/seq_K4jVMbNYvs-afaphbaa-842-2611/edit# 7/9

gacctggtgtggaactacgtggtcgacaactacctgaagggcaacacgccggtgccgttcgacctgctgttctggaacggcgacgccaccaacctgccgg
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1-1770

phaC CDS (poly-beta-hydroxybuterate polymerase)
phaC gene

template sequence phaC - Cupriavidus necator

GATCTGGTTTGGAATTACGTGGTCGATAACTATCTGAAAGGCAACACCCCGGTGCCGTTTGATCTGCTGTTTTGGAATGGCGACGCGACCAACCTGCCGG

1,210 1,220 1,230 1,240 1,250 1,260 1,270 1,280 1,290 1,300

aligned sequence PHAC_CUPNH (RT to E coli)

ggccgtggtactgctggtacctgcgccacacctacctgcagaacgagctcaaggtaccgggcaagctgaccgtgtgcggcgtgccggtggacctggccag

1,310 1,320 1,330 1,340 1,350 1,360 1,370 1,380 1,390 1,400
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1-1770

phaC CDS (poly-beta-hydroxybuterate polymerase)
phaC gene

template sequence phaC - Cupriavidus necator

GCCCGTGGTATTGCTGGTACCTCCGCCACACATACCTGCAAAATGAACTAAAAGTGCCAGGCAAACTGACAGTTTGTGGCGTGCCTGTGGATTTGGCTTC

1,310 1,320 1,330 1,340 1,350 1,360 1,370 1,380 1,390 1,400

aligned sequence PHAC_CUPNH (RT to E coli)



2/18/2026 10:06:11 PMTemplate Alignment: PHAC_CUPNH (RT to E coli) (from 1401-1600 bp)

https://benchling.com/svobojes/f/lib_smO1bwtncM-htgaa-2026/seq_K4jVMbNYvs-afaphbaa-842-2611/edit# 8/9

catcgacgtgccgacctatatctacggctcgcgcgaagaccatatcgtgccgtggaccgcggcctatgcctcgaccgcgctgctggcgaacaagctgcgc
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1-1770

phaC CDS (poly-beta-hydroxybuterate polymerase)
phaC gene

template sequence phaC - Cupriavidus necator

CATTGACGTGCCGACGTACATTTACGGTTCGCGCGAAGATCACATCGTCCCGTGGACCGCTGCCTACGCTTCTACGGCGTTGTTAGCAAATAAACTTCGG

1,410 1,420 1,430 1,440 1,450 1,460 1,470 1,480 1,490 1,500

aligned sequence PHAC_CUPNH (RT to E coli)

ttcgtgctgggtgcgtcgggccatatcgccggtgtgatcaacccgccggccaagaacaagcgcagccactggactaacgatgcgctgccggagtcgccgc

1,510 1,520 1,530 1,540 1,550 1,560 1,570 1,580 1,590 1,600
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1-1770

phaC CDS (poly-beta-hydroxybuterate polymerase)
phaC gene

template sequence phaC - Cupriavidus necator

TTCGTTTTAGGCGCATCTGGCCATATTGCGGGAGTTATTAATCCACCCGCGAAAAATAAGCGTAGCCATTGGACCAATGACGCGTTGCCTGAAAGCCCCC

1,510 1,520 1,530 1,540 1,550 1,560 1,570 1,580 1,590 1,600

aligned sequence PHAC_CUPNH (RT to E coli)



2/18/2026 10:06:11 PMTemplate Alignment: PHAC_CUPNH (RT to E coli) (from 1601-1770 bp)

https://benchling.com/svobojes/f/lib_smO1bwtncM-htgaa-2026/seq_K4jVMbNYvs-afaphbaa-842-2611/edit# 9/9

agcaatggctggccggcgccatcgagcatcacggcagctggtggccggactggaccgcatggctggccgggcaggccggcgcgaaacgcgccgcgcccgc

1,610 1,620 1,630 1,640 1,650 1,660 1,670 1,680 1,690 1,700

Q
534

Q W
536

L A
538

G A
540

I E
542

H H
544

G S
546

W W
548

P D
550

W T
552

A W
554

L A
556

G Q
558

A G
560

A K
562

R A
564

A P
566

A
1-1770

phaC CDS (poly-beta-hydroxybuterate polymerase)
phaC gene

template sequence phaC - Cupriavidus necator

AGCAATGGCTGGCAGGCGCGATAGAGCATCACGGCAGCTGGTGGCCGGATTGGACCGCATGGTTAGCCGGCCAGGCCGGAGCGAAACGTGCTGCGCCCGC

1,610 1,620 1,630 1,640 1,650 1,660 1,670 1,680 1,690 1,700

aligned sequence PHAC_CUPNH (RT to E coli)

caactatggcaatgcgcgctatcgcgcaatcgaacccgcgcctgggcgatacgtcaaagccaaggcatga

1,710 1,720 1,730 1,740 1,750 1,760 1,770
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1-1770

phaC CDS (poly-beta-hydroxybuterate polymerase)
phaC gene

template sequence phaC - Cupriavidus necator

GAATTATGGAAACGCGCGTTATCGTGCCATTGAACCCGCCCCGGGGCGCTATGTCAAAGCGAAAGCA---

1,710 1,720 1,730 1,740 1,750 1,760

aligned sequence PHAC_CUPNH (RT to E coli)


