(from 1-200 bp) 2/18/2026 10:06:11 PM

Template Alignment: PHAC _CUPNH (RT to E coli)

atggcgaccggcaaaggegeggecagettccacgecaggaaggcaagtcccaaccattcaaggtcacgecggggecattcgatccagecacatggetggaat
I I I I I I I I I I

10 20 30 40 50 60 70 80 90 100
2 4 6 8 10 12 14 16 18 20 22 24 26 28 30 32
WG )k YA A A E X K F K V G F D A L E
phaC gene »$
phaC CDS (poly-beta-hydroxybuterate polymerase) »$

template sequence phaC - Cupriavidus necator

A TGGCAACTGGAAAGGGTGCGGCCGCGAGCACACAGGAAGGTAAATCACAGCCGTTTAAGGTAACCCCGGGECCETTCGATCCTGCCACGTGGCTCGAGT

I I I I I I I l I I
10 20 30 40 50 60 70 80 90 100

aligned sequence PHAC_CUPNH (RT to E coli)

ggtcccgecagtggecagggcactgaaggcaacggecacgeggecgegtecggeattcecgggectggatgegetggecaggegtcaagategegeceggegcea
1{0 1%0 1ée 1Le 1%0 1ée 1;0 1ée 1ée 203

34 36 38 54 56 60 62 64 66
K I A A

40 42 44 46 48 50 52 58
'_GG-GGG L D JA L JA Qe v K 1 JA N2 A JX0J

S» phaC gene »$
» phaC CDS (poly-beta-hydroxybuterate polymerase) »$
template sequence phaC - Cupriavidus necator

GGTCGCGTCAGTGGCAAGGCACTGAAGGTAATGGGCACGCAGCCGCCTCTGGCATCCCGGGTCTTGATGCCCTGGCAGGCGTGAAGATTGCCCCAGCCCA

I I I I I I I I I I
110 120 130 140 150 160 170 180 190 200

aligned sequence PHAC_CUPNH (RT to E coli)

https://benchling.com/svobojes/f/lib_smOlbwtncM-htgaa-2026/seq_K4jVMbNYvs-afaphbaa-842-2611/edit# 1/9



Template Alignment: PHAC_CUPNH (RT to E coli) (from 201-400 bp) 2/18/2026 10:06:11 PM

gctgggtgatatccagcagegectacatgaaggacttctcagegetgtggecaggecatggecgagggcaaggecgaggecaccggtecgetgecacgaccegg
210 250 2%0 2!10 2%0 2€|50 2;0 2:30 2ée 300|

76 96 98 100

L D R

68 70 72 74 78 80 82 84 8 88 90 92 94
DI R Y XK D F AL ATA E JBK A E A ¢ P YNYHDEED

3» phaC gene 2
3» phaC CDS (poly-beta-hydroxybuterate polymerase) »$
template sequence phaC - Cupriavidus necator

ATTAGGTGACATTCAGCAACGTTACATGAAAGACTTTAGTGCACTATGGCAGGCCATGGCGGAAGGTAAAGCGGAGGCGACGGGGCCTCTGCATGATCGT

I I I I I I I I I I
210 220 230 240 250 260 270 280 290 300

aligned sequence PHAC_CUPNH (RT to E coli)

cgcttcgecggegacgecatggegcaccaacctceccatategettecgetgecgegttctacctgetcaatgegegegecttgaccgagetggecgatgeceg

I I I I I I I I I I
310 320 330 340 350 360 370 380 390 400

102 104 106 108 110 112 114 116 118 120 122 124 126 128 130 132

Iillilfl’c; D A R L Y R FJAAAF Y L L A R A L E L A DA

3» phaC gene 2
3» phaC CDS (poly-beta-hydroxybuterate polymerase) »$
template sequence phaC - Cupriavidus necator

CGCTTCGCCGGCGATGCGTGGCGTACCAACCTGCCGTATCGCTTCGCAGCGGCGTTTTATCTGCTCAACGCGCGTGCACTTACCGAGCTGGCTGACGCAG

I I I I I I I I I I
310 320 330 340 350 360 370 380 390 400

aligned sequence PHAC_CUPNH (RT to E coli)

https://benchling.com/svobojes/f/lib_smOlbwtncM-htgaa-2026/seq_K4jVMbNYvs-afaphbaa-842-2611/edit# 2/9



Template Alignment: PHAC_CUPNH (RT to E coli) (from 401-600 bp) 2/18/2026 10:06:11 PM

tcgaggccgatgccaagacccgecagegecatceccgettcgegatctegecaatgggtcgatgegatgtegeccgecaacttecttgecaccaatceccgaggce

I I I I I I
410 420 430 440 450 460 470 480 490 500

134 136 138 140 142 144 146 148 150 152 154 156 158 160 162 164 166

VE A D A K R R I R F A I R M : A F L A E A

3» phaC gene 2
3» phaC CDS (poly-beta-hydroxybuterate polymerase) »$
template sequence phaC - Cupriavidus necator

TAGAAGCCGACGCCAAAACCAGGCAACGCATCCGTTTTGCGATTAGCCAGTGGGTGGATGCCATGAGTCCGGCTAACTTTCTGGCGACCAACCCGGAAGC

I I I I I I I I I I
410 420 430 440 450 460 470 480 490 500

aligned sequence PHAC_CUPNH (RT to E coli)

gcagcgcecctgetgatcgagtcgggeggegaatcgetgegtgecggegtgegcaacatgatggaagacctgacacgeggcaagatctcgecagaccgacgag

I I I I I I I I I I
510 520 530 540 550 560 570 580 590 600

168 170 172 174 176 178 180 182 184 186 188 190 192 194 196 198 200

"-.-G BEEDL R AJDYV RINLELIE D L ABR JBK T BN D E

3» phaC gene 2
3» phaC CDS (poly-beta-hydroxybuterate polymerase) »$
template sequence phaC - Cupriavidus necator

CCAGCGCCTCCTGATTGAATCCGGTGGCGAAAGTCTTCGCGCGGGAGTGCGAAACATGATGGAAGATCTGACGCGAGGTAAGATCAGCCAGACGGATGAA

I I I I I I I I I I
510 520 530 540 550 560 570 580 590 600

aligned sequence PHAC_CUPNH (RT to E coli)

https://benchling.com/svobojes/f/lib_smOlbwtncM-htgaa-2026/seq_K4jVMbNYvs-afaphbaa-842-2611/edit# 3/9



https://benchling.com/svobojes/f/lib_smOlbwtncM-htgaa-2026/seq_K4jVMbNYvs-afaphbaa-842-2611/edit#

Template Alignment: PHAC_CUPNH (RT to E coli) (from 601-800 bp) 2/18/2026 10:06:11 PM

agcgecgtttgaggtcggecgcaatgtcgeggtgaccgaaggegecgtggtcttcgagaacgagtacttccagetgttgecagtacaagecgetgaccgaca
610 650 6%0 6!10 6%0 6€|50 6;0 6é|30 6&0 700|

202 204 206 208 210 212 214 216 218 220 222 224 226 228 230 232
"me V AV E J@A vV V F E E Y F L L Y K L D

3» phaC gene 2

3» phaC CDS (poly-beta-hydroxybuterate polymerase) »$
template sequence phaC - Cupriavidus necator

AGCGCATTCGAAGTCGGGCGTAATGTTGCCGTTACGGAGGGTGCGGTTGTGTTTGAGAACGAATATTTCCAGTTGTTACAGTATAAGCCGCTGACCGATA

I I I I I I I I I I
610 620 630 640 650 660 670 680 690 700

aligned sequence PHAC_CUPNH (RT to E coli)

aggtgcacgcgcecgeccgetgetgatggtgecgecgtgecatcaacaagtactacatcectggacctgecagecggagagetegetggtgegecatgtggtgga

I I I I I I I I I I
710 720 730 740 750 760 770 780 790 800

234 236 238 240 242 244 246 248 250 252 254 256 258 260 262 264 266

T_IIMC K.y v I L D L E L vV R LBV V_E

S»?

phaC gene »$
3» phaC CDS (poly-beta-hydroxybuterate polymerase) »$
template sequence phaC - Cupriavidus necator

AAGTGCATGCCCGCCCACTTCTCATGGTACCTCCGTGCATCAACAAATACTACATTCTGGATCTTCAGCCTGAGAGCTCATTGGTACGCCATGTGGTAGA

I I I I I I I I I I
710 720 730 740 750 760 770 780 790 800

aligned sequence PHAC_CUPNH (RT to E coli)

4/9



Template Alignment: PHAC_CUPNH (RT to E coli) (from 801-1000 bp) 2/18/2026 10:06:11 PM

gcagggacatacggtgtttctggtgtcgtggecgcaateccggacgecagecatggecggcagecacctgggacgactacatcgageacgeggecatecgegec

I I I I I I I I I I
810 820 830 840 850 860 870 880 890 900

270 272 274 276 278 280 282 284 286 288 290 292 294 296 298 300

‘ V F L V D ‘A M ING D)D)Y JIDE A A I R A

3» phaC gene 2
3» phaC CDS (poly-beta-hydroxybuterate polymerase) »$
template sequence phaC - Cupriavidus necator

GCAAGGCCACACAGTGTTTCTAGTCTCATGGCGCAATCCGGACGCATCCATGGCCGGCTCGACGTGGGACGATTATATCGAACACGCGGCAATAAGAGCG

I I I I I I I I I I
810 820 830 840 850 860 870 880 890 900

aligned sequence PHAC_CUPNH (RT to E coli)

atcgaagtcgcgecgcgacatcageggeccaggacaagatcaacgtgeteggettctgegtgggeggcaccattgtctegaccgegetggeggtgetggeceg

I I I I I I I I I I
910 920 930 940 950 960 970 980 990 1,000

302 304 306 308 310 312 314 316 318 320 322 324 326 328 330 332

WG D K I V L JIF XV JJe I V A L AV L A

3» phaC gene 2
3» phaC CDS (poly-beta-hydroxybuterate polymerase) »$
template sequence phaC - Cupriavidus necator

ATTGAGGTCGCGCGTGATATCAGCGGTCAGGACAAAATTAATGTGTTAGGTTTCTGCGTAGGCGGTACTATCGTGAGTACCGCCCTGGCGGTTTTGGCAG

I I I I I I I I I I
910 920 930 940 950 960 970 980 990 1,000

aligned sequence PHAC_CUPNH (RT to E coli)

https://benchling.com/svobojes/f/lib_smOlbwtncM-htgaa-2026/seq_K4jVMbNYvs-afaphbaa-842-2611/edit# 5/9



Template Alignment: PHAC_CUPNH (RT to E coli) (from 1001-1200 bp) 2/18/2026 10:06:11 PM

cgcgcggcgagcacccggccgccagcgtcacgctgctgaccacgctgctggactttgccgacacgggcatcctcgacgtctttgtcgacgagggccatgt
1, 010 1, 020 1, 030 1, 040 1, 050 1, 060 1, 070 1, 080 1, 090 1, 100

338 340 2 344 346 348 350 352 354 356 358 360 362 364 366

336
n A A L L L L D FJAD G L DV F V D E XD V]

3» phaC gene 2
3» phaC CDS (poly-beta-hydroxybuterate polymerase) »$
template sequence phaC - Cupriavidus necator

CTCGCGGCGAACATCCGGCCGCTTCAGTTACTCTTCTGACTACCCTGCTGGATTTTGCGGACACCGGCATTCTGGATGTCTTCGTAGATGAAGGACATGT

I I I I I I I I I I
1,010 1,020 1,030 1,040 1,050 1,060 1,070 1,080 1,090 1,100

aligned sequence PHAC_CUPNH (RT to E coli)

gcagttgcgcgaggecacgetgggeggeggegecggegegecgtgegegetgetgegeggecttgagetggecaataccttetegttettgegeeccgaac

I I I I I I I I I I
1,110 1,120 1,130 1,140 1,150 1,160 1,170 1,180 1,190 1,200

368 370 372 374 376 378 380 382 384 386 388 390 392 394 396 398 400

'mlGGG“GCG F A F LRI

3» phaC gene 2
3» phaC CDS (poly-beta-hydroxybuterate polymerase) »$
template sequence phaC - Cupriavidus necator

TCAGTTGCGCGAAGCAACCTTAGGCGGGGGGEGCGGGTGCCCCGTGTGCCTTACTGCGEGGCCTGGAACTCGCTAACACCTTTTCGTTCCTGCGCCCAAAL

I I I I I I I I I I
1,110 1,120 1,130 1,140 1,150 1,160 1,170 1,180 1,190 1,200

aligned sequence PHAC_CUPNH (RT to E coli)

https://benchling.com/svobojes/f/lib_smOlbwtncM-htgaa-2026/seq_K4jVMbNYvs-afaphbaa-842-2611/edit# 6/9



Template Alignment: PHAC_CUPNH (RT to E coli) (from 1201-1400 bp) 2/18/2026 10:06:11 PM

gacctggtgtggaactacgtggtcgacaactacctgaagggcaacacgccggtgccgttcgacctgctgttctggaacggcgacgccaccaacctgccgg

1, 210 1, 220 1, 230 1, 240 1, 250 1, 260 1, 270 1, 280 1, 290 1, 300

414 418 420 422 424 428 430 432
Fm_um F DL LF iy
3» phaC gene 2
3» phaC CDS (poly-beta-hydroxybuterate polymerase) »$

template sequence phaC - Cupriavidus necator

GATCTGGTTTGGAATTACGTGGTCGATAACTATCTGAAAGGCAACACCCCGGTGCCGTTTGATCTGCTGTTTTGGAATGGCGACGCGACCAACCTGCCGG

I I I I I I I I I I
1,210 1,220 1,230 1,240 1,250 1,260 1,270 1,280 1,290 1,300

aligned sequence PHAC_CUPNH (RT to E coli)

ggccgtggtactgetggtacctgegecacacctacctgecagaacgagetcaaggtaccgggcaagetgaccgtgtgeggegtgecggtggacctggecag

I I I I I I I I I I
1,310 1,320 1,330 1,340 1,350 1,360 1,370 1,380 1,390 1,400

434 436 438 440 442 444 446 448 459 452 454 456 458 460 462 464 466

rc Y L R Y L E L K V CYSIT XBC ¢ X V D L A

3» phaC gene 2
3» phaC CDS (poly-beta-hydroxybuterate polymerase) »$
template sequence phaC - Cupriavidus necator

GCCCGTGGTATTGCTGGTACCTCCGCCACACATACCTGCAAAATGAACTAAAAGTGCCAGGCAAACTGACAGTTTGTGGCGTGCCTGTGGATTTGGCTTC

I I I I I I I I I I
1,310 1,320 1,330 1,340 1,350 1,360 1,370 1,380 1,390 1,400

aligned sequence PHAC_CUPNH (RT to E coli)

https://benchling.com/svobojes/f/lib_smOlbwtncM-htgaa-2026/seq_K4jVMbNYvs-afaphbaa-842-2611/edit# 7/9



Template Alignment: PHAC_CUPNH (RT to E coli) (from 1401-1600 bp) 2/18/2026 10:06:11 PM

catcgacgtgccgacctatatctacggctcgcgcgaagaccatatcgtgccgtggaccgcggcctatgcctcgaccgcgctgctggcgaacaagctgcgc

1, 410 1, 420 1, 430 1, 440 1, 450 1, 460 1, 470 1, 480 1, 490 1, 5@0

468 470 472 474 476 478 480 482 484 486 488 490 492 494 496 498 500

WG R E D I V A A Y A AL L A K L R

S» phaC gene »2
3» phaC CDS (poly-beta-hydroxybuterate polymerase) »$
template sequence phaC - Cupriavidus necator

CATTGACGTGCCGACGTACATTTACGGTTCGCGCGAAGATCACATCGTCCCGTGGACCGCTGCCTACGCTTCTACGGCGTTGTTAGCAAATAAACTTCGG

I I I I I I I I I I
1,410 1,420 1,430 1,440 1,450 1,460 1,470 1,480 1,490 1,500

aligned sequence PHAC_CUPNH (RT to E coli)

ttcgtgctgggtgecgtcgggecatatecgecggtgtgatcaacccgecggccaagaacaagegcagecactggactaacgatgegetgecggagtcegecge

I I I I I I I I I I
1,510 1,520 1,530 1,540 1,550 1,560 1,570 1,580 1,590 1,600

502 504 506 510 512 514 516 518 520 522 524 526 528 530 532

TG-G_G P INI®N I8 D JAD L A E

S» phaC gene »2
3» phaC CDS (poly-beta-hydroxybuterate polymerase) »$
template sequence phaC - Cupriavidus necator

TTCGTTTTAGGCGCATCTGGCCATATTGCGGGAGTTATTAATCCACCCGCGAAAAATAAGCGTAGCCATTGGACCAATGACGCGTTGCCTGAAAGCCCEC

I I I I I I I I I I
1,510 1,520 1,530 1,540 1,550 1,560 1,570 1,580 1,590 1,600

aligned sequence PHAC_CUPNH (RT to E coli)

https://benchling.com/svobojes/f/lib_smOlbwtncM-htgaa-2026/seq_K4jVMbNYvs-afaphbaa-842-2611/edit# 8/9



Template Alignment: PHAC_CUPNH (RT to E coli) (from 1601-1770 bp) 2/18/2026 10:06:11 PM

agcaatggctggccggcgccatcgagcatcacggcagctggtggccggactggaccgcatggctggccgggcaggccggcgcgaaacgcgccgcgcccgc
1, 610 1, 620 1, 630 1, 640 1, 650 1, 660 1, 670 1, 680 1, 690 1, 700

538 540 542 550 552 554 556 558 560 562 564 566

'mGG-G

S» phaC gene »2
3» phaC CDS (poly-beta-hydroxybuterate polymerase) »$
template sequence phaC - Cupriavidus necator

AGCAATGGCTGGCAGGCGCGATAGAGCATCACGGCAGCTGGTGGCCGGATTGGACCGCATGGTTAGCCGGECAGGCCGGAGCGAAALCGTGLTGLGLCCGE

I I I I I I I I I I
1,610 1,620 1,630 1,640 1,650 1,660 1,670 1,680 1,690 1,700

aligned sequence PHAC_CUPNH (RT to E coli)

caactatggcaatgcgcgctatcgecgcaatcgaacccgegectgggecgatacgtcaaageccaaggecatga

I I I I I I I
1,710 1,720 1,730 1,740 1,750 1,760 1,770

568 570 572 574 576 578 580 582 584 586 588 599

G A R Y R A I E A R Y V K A K A XK

3» phaC gene
3» phaC CDS (poly-beta-hydroxybuterate polymerase)
template sequence phaC - Cupriavidus necator

GAATTATGGAAACGCGCGTTATCGTGCCATTGAACCCGCCCCGGGGCGCTATGTCAAAGCGAAAGCA---

I I I I I I
1,710 1,720 1,730 1,740 1,750 1,760

aligned sequence PHAC_CUPNH (RT to E coli)

https://benchling.com/svobojes/f/lib_smOlbwtncM-htgaa-2026/seq_K4jVMbNYvs-afaphbaa-842-2611/edit# 9/9



