
Page 1 GFP_RNA
 
             1                                                                               82
GFP_AEQVI... ATGAGCAAAGGCGAAGAACTGTTTACCGGCGTGGTGCCGATTCTGGTGGAACTGGATGGCGATGTGAACGGCCATAAATTTA
GFP_RNA      AUGAGCAAAGGCGAAGAACUGUUUACCGGCGUGGUACCGAUUCUGGUGGAACUGGAUGGCGAUGUGAACGGCCAUAAAUUUA
 
·······························································································
 
             83                                                                             164
GFP_AEQVI... GCGTGAGCGGCGAAGGCGAAGGCGATGCGACCTATGGCAAACTGACCCTGAAATTTATTTGCACCACCGGCAAACTGCCGGT
GFP_RNA      GCGUGAGCGGCGAAGGCGAAGGCGAUGCGACCUAUGGCAAACUGACCCUGAAAUUUAUUUGCACCACCGGCAAACUGCCGGU
 
·······························································································
 
             165                                                                            246
GFP_AEQVI... GCCGTGGCCGACCCTGGTGACCACCTTTAGCTATGGCGTGCAGTGCTTTAGCCGCTATCCGGATCATATGAAACAGCATGAT
GFP_RNA      GCCGUGGCCGACCCUGGUGACCACCUUUAGCUAUGGCGUGCAGUGCUUUAGCCGCUAUCCGGAUCAUAUGAAACAGCAUGAU
 
·······························································································
 
             247                                                                            328
GFP_AEQVI... TTTTTTAAAAGCGCGATGCCGGAAGGCTATGTGCAGGAACGCACCATTTTTTTTAAAGATGATGGCAACTATAAAACCCGCG
GFP_RNA      UUUUUUAAAAGCGCGAUGCCGGAAGGCUAUGUGCAGGAACGCACCAUUUUUUUUAAAGAUGAUGGCAACUAUAAAACCCGCG
 
·······························································································
 
             329                                                                            410
GFP_AEQVI... CGGAAGTGAAATTTGAAGGCGATACCCTGGTGAACCGCATTGAACTGAAAGGCATTGATTTTAAAGAAGATGGCAACATTCT
GFP_RNA      CGGAAGUGAAAUUUGAAGGCGAUACCCUGGUGAACCGCAUUGAACUGAAAGGCAUUGAUUUUAAAGAAGAUGGCAACAUUCU
 
·······························································································
 
             411                                                                            492
GFP_AEQVI... GGGCCATAAACTGGAATATAACTATAACAGCCATAACGTGTATATTATGGCGGATAAACAGAAAAACGGCATTAAAGTGAAC
GFP_RNA      GGGCCAUAAACUGGA--AUAACUAUAACAGCCAUAACGUGUAUAUUAUGGCGGAUAAACAGAAAAACGGCAUUAAAGUGAAC
 
·······························································································
 
             493                                                                            574
GFP_AEQVI... TTTAAAATTCGCCATAACATTGAAGATGGCAGCGTGCAGCTGGCGGATCATTATCAGCAGAACACCCCGATTGGCGATGGCC
GFP_RNA      UUUAAAAUUCGCCAUAACAUUGAAGAUGGCAGCGUGCAGCUGGCGGAUCAUUAUCAGCAGAACACCCCGAUUGGCGAUGGCC
 
·······························································································
 
             575                                                                            656
GFP_AEQVI... CGGTGCTGCTGCCGGATAACCATTATCTGAGCACCCAGAGCGCGCTGAGCAAAGATCCGAACGAAAAACGCGATCATATGGT
GFP_RNA      CGGUGCUGCUGCCGGAUAACCAUUAUCUGAGCACCCAGAGCGCGCUGAGCAAAGAUCCGAACG-AAAACGCGAUCAUAUGGU
 
·······························································································
 
             657                                                    714
GFP_AEQVI... GCTGCTGGAATTTGTGACCGCGGCGGGCATTACCCATGGCATGGATGAACTGTATAAA
GFP_RNA      GCUGCUGGAAUUUGUGACCGCGGCGGGCAUUACCCAUGGCAUGGAUGAACUGUAUAAA
 
·······························································································
 








