(from 1-642 bp) 2/16/2026 9:34:44 AM

GFP_AEQVI (codon optimized) (714 bp)

HinfI BsrBI
Tfil FokI Begl

ATGAGCAAAGGCGAAGAACTGTTTACCGGCGTGGTGCCGATTCTGGTGGAACTGGATGGCGATGTGAACGGCCATAAATTTAGCGTGAGCGGCGAAGGCGAAGGCGA
TACTCGTTTCCGCTTCTTGACAAATGGCCGCACCACGGCTAAGACCACCTTGACCTACCGCTACACTTGCCGGTATTTAAATCGCACTCGCCGCTTCCGCTTCCGCT

10 20 30 40 50 60 70 80 90 100
BtsI
TspRI

BtsoI
BstEII BtsIMutI

TGCGACCTATGGCAAACTGACCCTGAAATTTATTTGCACCACCGGCAAACTGCCGGTGCCGTGGCCGACCCTGGTGACCACCTTTAGCTATGGCGTGCAGTGCTTTA
ACGCTGGATACCGTTTGACTGGGACTTTAAATAAACGTGGTGGCCGTTTGACGGCCACGGCACCGGCTGGGACCACTGGTGGAAATCGATACCGCACGTCACGAAAT

110 120 130 140 150 160 170 180 190 200 210

Hpy188III
BspEI
BsaWl

GCCGCTATCCGGATCATATGAAACAGCATGATTTTTTTAAAAGCGCGATGCCGGAAGGCTATGTGCAGGAACGCACCATTTTTTTTAAAGATGATGGCAACTATAAA
CGGCGATAGGCCTAGTATACTTTGTCGTACTAAAAAAATTTTCGCGCTACGGCCTTCCGATACACGTCCTTGCGTGGTAAAAAAAATTTCTACTACCGTTGATATTT

220 230 240 250 260 270 280 290 300 310 320

Bael

ACCCGCGCGGAAGTGAAATTTGAAGGCGATACCCTGGTGAACCGCATTGAACTGAAAGGCATTGATTTTAAAGAAGATGGCAACATTCTGGGCCATAAACTGGAATA
TGGGCGCGCCTTCACTTTAAACTTCCGCTATGGGACCACTTGGCGTAACTTGACTTTCCGTAACTAAAATTTCTTCTACCGTTGTAAGACCCGGTATTTGACCTTAT

330 340 350 360 370 380 390 400 410 420
HpyCH4IV
AF1III Ms1I Pvull

TAACTATAACAGCCATAACGTGTATATTATGGCGGATAAACAGAAAAACGGCATTAAAGTGAACTTTAAAATTCGCCATAACATTGAAGATGGCAGCGTGCAGCTGG
ATTGATATTGTCGGTATTGCACATATAATACCGCCTATTTGTCTTTTTGCCGTAATTTCACTTGAAATTTTAAGCGGTATTGTAACTTCTACCGTCGCACGTCGACC

430 440 450 460 470 480 490 500 510 520 530
BssHII
Bsp12861
BsaBI NciI BsiHKAI BlpI BstYI

CGGATCATTATCAGCAGAACACCCCGATTGGCGATGGCCCGGTGCTGCTGCCGGATAACCATTATCTGAGCACCCAGAGCGCGCTGAGCAAAGATCCGAACGAAAAA
GCCTAGTAATAGTCGTCTTGTGGGGCTAACCGCTACCGGGCCACGACGACGGCCTATTGGTAATAGACTCGTGGGTCTCGCGCGACTCGTTTCTAGGCTTGCTTTTT

540 550 560 570 580 590 600 610 620 630 640
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GFP_AEQVI (codon optimized) (714 bp) (from 643-714 bp) 2/16/2026 9:34:44 AM
Styl
SaclI Ncol

CGCGATCATATGGTGCTGCTGGAATTTGTGACCGCGGCGGGCATTACCCATGGCATGGATGAACTGTATAAA
GCGCTAGTATACCACGACGACCTTAAACACTGGCGCCGCCCGTAATGGGTACCGTACCTACTTGACATATTT

650 660 670 680 690 700 710
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