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SCSIO43005_native_urease_operon (5717 bp)

TTGACAATTAATCATCCGGCTCGTATAATGTGTGGAATTGTGAGCGGATAACAATTTCACACAAAAGAGGAGAAAatgatgttgagcgaactcgccccacccgctgc

AACTGTTAATTAGTAGGCCGAGCATATTACACACCTTAACACTCGCCTATTGTTAAAGTGTGTTTTCTCCTCTTTtactacaactcgcttgagcggggtgggcgacg

Promoter (Ptrc1O / BBa_J153001) CTT34_16970 C...ory protein)
CTT34_16970 gene

RBS...4)

10 20 30 40 50 60 70 80 90 100

tggttccggccaccgctttgacgccgagcgccgctgggccgcctcgctagccctgcgttttgccaaccgcgatggcgtgactcggttagtgcaagcgcgtcaccaag

accaaggccggtggcgaaactgcggctcgcggcgacccggcggagcgatcgggacgcaaaacggttggcgctaccgcactgagccaatcacgttcgcgcagtggttc

CTT34_16970 CDS (urease accessory protein)
CTT34_16970 gene

110 120 130 140 150 160 170 180 190 200 210

ggccgttacgggtacagcgccccttctacccagaaggcagccaggaagcgtgccacgtttacgtattgcacccgcctggcgggctcgtgagcggcgatgcgctgacc

ccggcaatgcccatgtcgcggggaagatgggtcttccgtcggtccttcgcacggtgcaaatgcataacgtgggcggaccgcccgagcactcgccgctacgcgactgg

CTT34_16970 CDS (urease accessory protein)
CTT34_16970 gene

220 230 240 250 260 270 280 290 300 310 320

atccgtgctcatatcgagcgcggagcccatgcgctgctcaccacacccgccgccaataagctctacaaagccgacagccaaggcgtggcctggacacagcacaccga

taggcacgagtatagctcgcgcctcgggtacgcgacgagtggtgtgggcggcggttattcgagatgtttcggctgtcggttccgcaccggacctgtgtcgtgtggct

CTT34_16970 CDS (urease accessory protein)
CTT34_16970 gene

330 340 350 360 370 380 390 400 410 420

gctgacggtagaggagggtggcaccttagagtggctgccccaggaaaccatcgcgtttaatggttcaaagggcactcaacgcacccatattgcgctgcagggcaatg

cgactgccatctcctcccaccgtggaatctcaccgacggggtcctttggtagcgcaaattaccaagtttcccgtgagttgcgtgggtataacgcgacgtcccgttac

CTT34_16970 CDS (urease accessory protein)
CTT34_16970 gene

430 440 450 460 470 480 490 500 510 520 530

ctcgctgcctaggctgggaagtgatggcgctcggccgcccagcaagcgacctgccctatgtctctgggcgtattgaacagcactttcgcttaaccctagatggcaaa

gagcgacggatccgacccttcactaccgcgagccggcgggtcgttcgctggacgggatacagagacccgcataacttgtcgtgaaagcgaattgggatctaccgttt

CTT34_16970 CDS (urease accessory protein)
CTT34_16970 gene

540 550 560 570 580 590 600 610 620 630 640

ccgctgtggcttgaacgccagccgctagaccctgcgcacccacgctttgcgggccgctgggggcagggcggcgcaacggtgcaggccacgctctgggcggtaggcat

ggcgacaccgaacttgcggtcggcgatctgggacgcgtgggtgcgaaacgcccggcgacccccgtcccgccgcgttgccacgtccggtgcgagacccgccatccgta

CTT34_16970 CDS (urease accessory protein)
CTT34_16970 gene

650 660 670 680 690 700 710 720 730 740
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tgacgatgccgctgcggccattgaagcactgcgcgaagcgctgccggataacccccgctgggcggtaaccgtgcgccacggcgtactgctgctgcgctatctaggca

actgctacggcgacgccggtaacttcgtgacgcgcttcgcgacggcctattgggggcgacccgccattggcacgcggtgccgcatgacgacgacgcgatagatccgt

CTT34_16970 CDS (urease accessory protein)
CTT34_16970 gene

750 760 770 780 790 800 810 820 830 840 850

catcccgtaacgaagcctgggcgctgtgtgaacaggcctggcacctgcttcggccgcgctggatcgagcgcgaagcgcacacgccgcgcatttggctaacctaatga

gtagggcattgcttcggacccgcgacacacttgtccggaccgtggacgaagccggcgcgacctagctcgcgcttcgcgtgtgcggcgcgtaaaccgattggattact

CTT34_16970 CDS (urease accessory protein)
CTT34_16970 gene

860 870 880 890 900 910 920 930 940 950 960

gcaacacgctgataacgctggagacactccatggaactgaccccacgagacaaagacaagctgatgctgtttaccgccgcccagcttgccgagcgccgcaaagcgcg

cgttgtgcgactattgcgacctctgtgaggtaccttgactggggtgctctgtttctgttcgactacgacaaatggcggcgggtcgaacggctcgcggcgtttcgcgc

ureA CDS (urease subunit gamma)
ureA gene

970 980 990 1,000 1,010 1,020 1,030 1,040 1,050 1,060 1,070

tggtttaaaactgaactaccccgaagcggtagcgctgatcagctttgagattatggaaggcgcgcgagatggccgcagcgtagcggatttaatgagctacggccgcg

accaaattttgacttgatggggcttcgccatcgcgactagtcgaaactctaataccttccgcgcgctctaccggcgtcgcatcgcctaaattactcgatgccggcgc

ureA CDS (urease subunit gamma)
ureA gene

1,080 1,090 1,100 1,110 1,120 1,130 1,140 1,150 1,160 1,170

aaatcctcacccgagacgacgtgatggaaggcgtggcggagatggtcgatgaagtacaggtggaagccaccttccccgatggcaccaagctggtcaccgttcacacg

tttaggagtgggctctgctgcactaccttccgcaccgcctctaccagctacttcatgtccaccttcggtggaaggggctaccgtggttcgaccagtggcaagtgtgc

ureA CDS (urease subunit gamma)
ureA gene

1,180 1,190 1,200 1,210 1,220 1,230 1,240 1,250 1,260 1,270 1,280

ccgatcaactaatcatccaccattaggagagcgccatgattccaggacagtatcagttacaagagggtgatatcgagctgtgcgcgggtcgcgagcgtatcaccgtg

ggctagttgattagtaggtggtaatcctctcgcggtactaaggtcctgtcatagtcaatgttctcccactatagctcgacacgcgcccagcgctcgcatagtggcac

CTT34_16960 CDS (urease subunit beta)
CTT34_16960 gene

ure...a)
ure...ne

1,290 1,300 1,310 1,320 1,330 1,340 1,350 1,360 1,370 1,380 1,390

gaggtggctaacaccggcgaccggcccattcagcttggctcccactaccactttgctgaagccaaccccgcgctggtgtttgaccgcgataaaacccgtggctaccg

ctccaccgattgtggccgctggccgggtaagtcgaaccgagggtgatggtgaaacgacttcggttggggcgcgaccacaaactggcgctattttgggcaccgatggc

CTT34_16960 CDS (urease subunit beta)
CTT34_16960 gene

1,400 1,410 1,420 1,430 1,440 1,450 1,460 1,470 1,480 1,490
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cctggacgtcgccgccggaaccgccatccgcttcgaacccggccaaacccgcgaagtcacgctgattccgtttgtcggcaagcgggaaatctacggcttccgtggcg

ggacctgcagcggcggccttggcggtaggcgaagcttgggccggtttgggcgcttcagtgcgactaaggcaaacagccgttcgccctttagatgccgaaggcaccgc

CTT34_16960 CDS (urease subunit beta)
CTT34_16960 gene

1,500 1,510 1,520 1,530 1,540 1,550 1,560 1,570 1,580 1,590 1,600

atgtgatggggccgctcgattagccaacggattaataaagaacaaccgacggtagggcgggcatcggctgggtgactgtctgcgccatggatggcgcagtcaagcgt

tacactaccccggcgagctaatcggttgcctaattatttcttgttggctgccatcccgcccgtagccgacccactgacagacgcggtacctaccgcgtcagttcgca

CTT34_16...t beta)
CTT34_16960 gene

1,610 1,620 1,630 1,640 1,650 1,660 1,670 1,680 1,690 1,700 1,710

acaaggacgtattcacagcgtgtcacacagacgatggccgcccagcactggactcaacgcttgaggcagaggcaaatatgaaaccggtaaacaagatcagtcggcaa

tgttcctgcataagtgtcgcacagtgtgtctgctaccggcgggtcgtgacctgagttgcgaactccgtctccgtttatactttggccatttgttctagtcagccgtt

ureC CDS (ur...unit alpha)
ureC gene

1,720 1,730 1,740 1,750 1,760 1,770 1,780 1,790 1,800 1,810

gcctacgccgatatgtacggccccaccgtaggcgaccgcgtgcgcctgggcgacaccgagctgtggattcaagtcgaaaaagacgccacccactacggtgaagaagt

cggatgcggctatacatgccggggtggcatccgctggcgcacgcggacccgctgtggctcgacacctaagttcagctttttctgcggtgggtgatgccacttcttca

ureC CDS (urease subunit alpha)
ureC gene

1,820 1,830 1,840 1,850 1,860 1,870 1,880 1,890 1,900 1,910 1,920

gaagttcggcggcggtaaagtcatccgcgatggcatgggccaaagccagcgccaagatgccacggtgatggacactgtgatcaccaacgcgctgattttagactggt

cttcaagccgccgccatttcagtaggcgctaccgtacccggtttcggtcgcggttctacggtgccactacctgtgacactagtggttgcgcgactaaaatctgacca

ureC CDS (urease subunit alpha)
ureC gene

1,930 1,940 1,950 1,960 1,970 1,980 1,990 2,000 2,010 2,020 2,030

ggggcatcgtcaaagccgatgtaggtctgcaaaacggccgcatcgccgccattggcaaagcaggcaaccccgatacccagcccgatgtggaaatcgtgattggcccc

ccccgtagcagtttcggctacatccagacgttttgccggcgtagcggcggtaaccgtttcgtccgttggggctatgggtcgggctacacctttagcactaaccgggg

ureC CDS (urease subunit alpha)
ureC gene

2,040 2,050 2,060 2,070 2,080 2,090 2,100 2,110 2,120 2,130 2,140

ggcaccgaagtgattgctggcgaaggcaaaatcctcaccgcaggtggcatcgacgcccacatccactttatctgccctcagcaggtggaagaagcgctgatgagcgg

ccgtggcttcactaacgaccgcttccgttttaggagtggcgtccaccgtagctgcgggtgtaggtgaaatagacgggagtcgtccaccttcttcgcgactactcgcc

ureC CDS (urease subunit alpha)
ureC gene

2,150 2,160 2,170 2,180 2,190 2,200 2,210 2,220 2,230 2,240
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tgtgactaccatgctgggcggcggcactggccccgccaccggctccaacgccaccacctgcacccccggcgagtggcacattggcaaaatgcttcaagcggtagacg

acactgatggtacgacccgccgccgtgaccggggcggtggccgaggttgcggtggtggacgtgggggccgctcaccgtgtaaccgttttacgaagttcgccatctgc

ureC CDS (urease subunit alpha)
ureC gene

2,250 2,260 2,270 2,280 2,290 2,300 2,310 2,320 2,330 2,340 2,350

acctgcccatgaacatcggcctgctcggcaaaggcaacgccagcctgccggaagggctcgaagcgcagctggaagcgggcgcgatgggtctcaagctgcatgaagac

tggacgggtacttgtagccggacgagccgtttccgttgcggtcggacggccttcccgagcttcgcgtcgaccttcgcccgcgctacccagagttcgacgtacttctg

ureC CDS (urease subunit alpha)
ureC gene

2,360 2,370 2,380 2,390 2,400 2,410 2,420 2,430 2,440 2,450 2,460

tggggcaccacccccgcctcgattgatacctgcttaagcgtggcggaaaagtacgatgtgcagatcgccattcacaccgatacgctcaacgaatccggctttgtgga

accccgtggtgggggcggagctaactatggacgaattcgcaccgccttttcatgctacacgtctagcggtaagtgtggctatgcgagttgcttaggccgaaacacct

ureC CDS (urease subunit alpha)
ureC gene

2,470 2,480 2,490 2,500 2,510 2,520 2,530 2,540 2,550 2,560

agacaccctggcggcgtttaaagggcgcggcattcacacctaccacaccgaaggcgcaggcggcggccatgccccggatatcctcaccgcctgctccaaagagtacg

tctgtgggaccgccgcaaatttcccgcgccgtaagtgtggatggtgtggcttccgcgtccgccgccggtacggggcctataggagtggcggacgaggtttctcatgc

ureC CDS (urease subunit alpha)
ureC gene

2,570 2,580 2,590 2,600 2,610 2,620 2,630 2,640 2,650 2,660 2,670

tgctgccgtcttccaccaaccccacgcggccctacacggtgaacaccatcgacgagcatctcgacatgctcatggtttgccaccacctggaccccaatatccccgaa

acgacggcagaaggtggttggggtgcgccgggatgtgccacttgtggtagctgctcgtagagctgtacgagtaccaaacggtggtggacctggggttataggggctt

ureC CDS (urease subunit alpha)
ureC gene

2,680 2,690 2,700 2,710 2,720 2,730 2,740 2,750 2,760 2,770 2,780

gatgtcgcctttgcggattcacgcattcgccgcgaaaccatcgccgctgaggatattttgcacgacctaggtgtgatctcgatgatcgcctccgactcccaggccat

ctacagcggaaacgcctaagtgcgtaagcggcgctttggtagcggcgactcctataaaacgtgctggatccacactagagctactagcggaggctgagggtccggta

ureC CDS (urease subunit alpha)
ureC gene

2,790 2,800 2,810 2,820 2,830 2,840 2,850 2,860 2,870 2,880

gggccgcgtgggtgaagtggtctgccgcacctggcaaaccgcccacaaaatgaaagtgcagcgtggcctgctgccggaagatgaagcgctgggggccgacaacctgc

cccggcgcacccacttcaccagacggcgtggaccgtttggcgggtgttttactttcacgtcgcaccggacgacggccttctacttcgcgacccccggctgttggacg

ureC CDS (urease subunit alpha)
ureC gene

2,890 2,900 2,910 2,920 2,930 2,940 2,950 2,960 2,970 2,980 2,990
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gcgccaagcgttatatcgccaagtacaccatcaaccccgccattacccacggcattgcccacgaagtcggatcgattgaagtcggtaagctggcggatttggtgctg

cgcggttcgcaatatagcggttcatgtggtagttggggcggtaatgggtgccgtaacgggtgcttcagcctagctaacttcagccattcgaccgcctaaaccacgac

ureC CDS (urease subunit alpha)
ureC gene

3,000 3,010 3,020 3,030 3,040 3,050 3,060 3,070 3,080 3,090 3,100

tggaagcccgctttctttggcgtcaaacccgcgctgatcctaaaaggcggcatgattgccggtgcacccatgggcgaccccaacgcctccatccccacgccgcagcc

accttcgggcgaaagaaaccgcagtttgggcgcgactaggattttccgccgtactaacggccacgtgggtacccgctggggttgcggaggtaggggtgcggcgtcgg

ureC CDS (urease subunit alpha)
ureC gene

3,110 3,120 3,130 3,140 3,150 3,160 3,170 3,180 3,190 3,200 3,210

ggtgcactaccgccccatgttcggcacctttggccgtgccgccagccagacccggctcaactttgtcagccaagcggcgattgacgcaggcattaaagagcgcctgg

ccacgtgatggcggggtacaagccgtggaaaccggcacggcggtcggtctgggccgagttgaaacagtcggttcgccgctaactgcgtccgtaatttctcgcggacc

ureC CDS (urease subunit alpha)
ureC gene

3,220 3,230 3,240 3,250 3,260 3,270 3,280 3,290 3,300 3,310

gactacaaagcacgctttccgcttgtaagaacgtgcgcggcgtgcgcaaaaaagatatgaagctcaacgacgcctgcccagaactcaccgtcgacccgcaaacctac

ctgatgtttcgtgcgaaaggcgaacattcttgcacgcgccgcacgcgttttttctatacttcgagttgctgcggacgggtcttgagtggcagctgggcgtttggatg

ureC CDS (urease subunit alpha)
ureC gene

3,320 3,330 3,340 3,350 3,360 3,370 3,380 3,390 3,400 3,410 3,420

gaagtgcgctgcgacggcgaactcctcacctgcgaacccgcgaccgagctaccgctggcgcagctgtatcacttgttttgaatgtagggtataccccacgtgacacg

cttcacgcgacgctgccgcttgaggagtggacgcttgggcgctggctcgatggcgaccgcgtcgacatagtgaacaaaacttacatcccatatggggtgcactgtgc

ureC CDS (urease subunit alpha)
ureC gene

3,430 3,440 3,450 3,460 3,470 3,480 3,490 3,500 3,510 3,520 3,530

agagcagggagcagcccgtagagagggtcttttgccatggatggcaaaagtagcgtacagggatgtattcacagcgccctctcgtagggctgctcccggcgagcctc

tctcgtccctcgtcgggcatctctcccagaaaacggtacctaccgttttcatcgcatgtccctacataagtgtcgcgggagagcatcccgacgagggccgctcggag

3,540 3,550 3,560 3,570 3,580 3,590 3,600 3,610 3,620 3,630

aaaggctataccaggacgatatcgatgttgaaactgattgaacgcctcggccccatagatgagggcaccgccagcgacacgctgacactgcccttcgagctacgcat

tttccgatatggtcctgctatagctacaactttgactaacttgcggagccggggtatctactcccgtggcggtcgctgtgcgactgtgacgggaagctcgatgcgta

CTT34_16950 CDS (urease accessory protein UreE)
CTT34_16950 gene

3,640 3,650 3,660 3,670 3,680 3,690 3,700 3,710 3,720 3,730 3,740
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tcgcggccgcttaaaagccgagagcgacagcggccagccgctggggctgtttctggatcgcggccccgtactgcgcgatggtgaaggcctaaaagccgaaaacggcg

agcgccggcgaattttcggctctcgctgtcgccggtcggcgaccccgacaaagacctagcgccggggcatgacgcgctaccacttccggattttcggcttttgccgc

CTT34_16950 CDS (urease accessory protein UreE)
CTT34_16950 gene

3,750 3,760 3,770 3,780 3,790 3,800 3,810 3,820 3,830 3,840 3,850

agatcgtgcgcatttgcgccgcgatcgaacccgtggtgaccgcgcgagtgagtactggcttacccctggcccggcttgcttaccacctcggcaaccgccatgtgcag

tctagcacgcgtaaacgcggcgctagcttgggcaccactggcgcgctcactcatgaccgaatggggaccgggccgaacgaatggtggagccgttggcggtacacgtc

CTT34_16950 CDS (urease accessory protein UreE)
CTT34_16950 gene

3,860 3,870 3,880 3,890 3,900 3,910 3,920 3,930 3,940 3,950

ctcgcgctgggtgaagatgcgaaaggaggctgggtacgcttcccgcccgaccacgtcctcgaagagctggccgagctgctgggtgccacgcttgaacaccacaacgc

gagcgcgacccacttctacgctttcctccgacccatgcgaagggcgggctggtgcaggagcttctcgaccggctcgacgacccacggtgcgaacttgtggtgttgcg

CTT34_16950 CDS (urease accessory protein UreE)
CTT34_16950 gene

3,960 3,970 3,980 3,990 4,000 4,010 4,020 4,030 4,040 4,050 4,060

caccttcgaccccgaaccgggcgcttacaaccaagtgggcgatgggcattcgcacagccattcgcacggtcattcacacagccacggccatgggcacgctcattccc

gtggaagctggggcttggcccgcgaatgttggttcacccgctacccgtaagcgtgtcggtaagcgtgccagtaagtgtgtcggtgccggtacccgtgcgagtaaggg

CTT34_16950 CDS (urease accessory protein UreE)
CTT34_16950 gene

4,070 4,080 4,090 4,100 4,110 4,120 4,130 4,140 4,150 4,160 4,170

acgaccacgaccacgaccacgaccacgcgcatgagcaccaccatgcccactgaacagtcctcagacctcgccctgctagggttgatgcagctcgtcagccccgcgct

tgctggtgctggtgctggtgctggtgcgcgtactcgtggtggtacgggtgacttgtcaggagtctggagcgggacgatcccaactacgtcgagcagtcggggcgcga

CTT34_16945 CDS (urease accessory protein UreF)
CTT34_16945 gene

CTT34_16950 CDS (urease accessory protein UreE)
CTT34_16950 gene

4,180 4,190 4,200 4,210 4,220 4,230 4,240 4,250 4,260 4,270 4,280

gcccattggtgccttcgccttttcccaagggctagagagcgcttttgagttgggctgggtgagtgatgagccaagcctgtctcattggctatccggcgtgctggaag

cgggtaaccacggaagcggaaaagggttcccgatctctcgcgaaaactcaacccgacccactcactactcggttcggacagagtaaccgataggccgcacgaccttc

CTT34_16945 CDS (urease accessory protein UreF)
CTT34_16945 gene

4,290 4,300 4,310 4,320 4,330 4,340 4,350 4,360 4,370 4,380

atggcataagctgctgtgagctgccgctgatcgagcggctatatcgcgctttcgaggagcaggatggcactgcggtggccgagtgggacgactggctggccgccacc

taccgtattcgacgacactcgacggcgactagctcgccgatatagcgcgaaagctcctcgtcctaccgtgacgccaccggctcaccctgctgaccgaccggcggtgg

CTT34_16945 CDS (urease accessory protein UreF)
CTT34_16945 gene

4,390 4,400 4,410 4,420 4,430 4,440 4,450 4,460 4,470 4,480 4,490
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cgtgaaactgcggaattggccgctgaagacagccgcctgggcgcctcgctgaagcggctactgggcagtctcgacctattaccaaaaaatgcagggctgcctagtga

gcactttgacgccttaaccggcgacttctgtcggcggacccgcggagcgacttcgccgatgacccgtcagagctggataatggttttttacgtcccgacggatcact

CTT34_16945 CDS (urease accessory protein UreF)
CTT34_16945 gene

4,500 4,510 4,520 4,530 4,540 4,550 4,560 4,570 4,580 4,590 4,600

agactcactcacgcccttgctaccggtgcaggctggctatgtgaccctgtttgcctgggcggcttaccagcgcggcatccccgtgcgccaagcgcagctcggctttg

tctgagtgagtgcgggaacgatggccacgtccgaccgatacactgggacaaacggacccgccgaatggtcgcgccgtaggggcacgcggttcgcgtcgagccgaaac

CTT34_16945 CDS (urease accessory protein UreF)
CTT34_16945 gene

4,610 4,620 4,630 4,640 4,650 4,660 4,670 4,680 4,690 4,700

gctgggcgtggctggaaaaccagctcgcggtagcctgtaaagcgctgccgctgggccacaccgctgcccagcgcattatcgagcagttacgtggcgagctggtgaat

cgacccgcaccgaccttttggtcgagcgccatcggacatttcgcgacggcgacccggtgtggcgacgggtcgcgtaatagctcgtcaatgcaccgctcgaccactta

CTT34_16945 CDS (urease accessory protein UreF)
CTT34_16945 gene

4,710 4,720 4,730 4,740 4,750 4,760 4,770 4,780 4,790 4,800 4,810

gccgtcgagaaggcccagcggctagacgatgacgagcttggccccgcgctgcccggcgtcgcgctggccagcgccctacacgaaacccaatattcccgcttgtttag

cggcagctcttccgggtcgccgatctgctactgctcgaaccggggcgcgacgggccgcagcgcgaccggtcgcgggatgtgctttgggttataagggcgaacaaatc

CTT34_16945 CDS (urease accessory protein UreF)
CTT34_16945 gene

4,820 4,830 4,840 4,850 4,860 4,870 4,880 4,890 4,900 4,910 4,920

aagctaacgagcgttgttatttaggagaaaatcatgactcactgtttacgcgttggcgtgggtggcccggtcggttcaggtaaaaccgccctgctcaagcagctctg

ttcgattgctcgcaacaataaatcctcttttagtactgagtgacaaatgcgcaaccgcacccaccgggccagccaagtccattttggcgggacgagttcgtcgagac

ureG CDS (urease accessory protein UreG)
ureG gene

4,930 4,940 4,950 4,960 4,970 4,980 4,990 5,000 5,010 5,020

taccgcgctgcgggaccactatgatatcgccgtcgtcaccaacgatatctatacccgtgaagatgccgatttcctgctcaagcacgatgcgctgcccgccgaccgta

atggcgcgacgccctggtgatactatagcggcagcagtggttgctatagatatgggcacttctacggctaaaggacgagttcgtgctacgcgacgggcggctggcat

ureG CDS (urease accessory protein UreG)
ureG gene

5,030 5,040 5,050 5,060 5,070 5,080 5,090 5,100 5,110 5,120 5,130

ttctcggcgtagaaaccggcggctgcccgcacacggcgattcgtgaagatgcctcgatgaacctagcggcgattgatgagctacacgcccgtcatcccaagctggag

aagagccgcatctttggccgccgacgggcgtgtgccgctaagcacttctacggagctacttggatcgccgctaactactcgatgtgcgggcagtagggttcgacctc

ureG CDS (urease accessory protein UreG)
ureG gene

5,140 5,150 5,160 5,170 5,180 5,190 5,200 5,210 5,220 5,230 5,240
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ctggtgctggtcgagtctggcggcgataacctttccgccacgtttagccccgagctttctgatctgacgctttatgtgatcgacgtgtcggcaggcgacaaaatacc

gaccacgaccagctcagaccgccgctattggaaaggcggtgcaaatcggggctcgaaagactagactgcgaaatacactagctgcacagccgtccgctgttttatgg

ureG CDS (urease accessory protein UreG)
ureG gene

5,250 5,260 5,270 5,280 5,290 5,300 5,310 5,320 5,330 5,340 5,350

ccgcaaaggcggccccggcatcaccaaatcggatctgctgattatcaacaaaatcgacattgccgagcaggtgcacgcctcactggaggtgatggagcgcgactcga

ggcgtttccgccggggccgtagtggtttagcctagacgactaatagttgttttagctgtaacggctcgtccacgtgcggagtgacctccactacctcgcgctgagct

ureG CDS (urease accessory protein UreG)
ureG gene

5,360 5,370 5,380 5,390 5,400 5,410 5,420 5,430 5,440 5,450

aaaaaatgcgcggcgagcgcccgttcgtgttcaccaacctctacgatggcgtggggcttgaagagatcatccgcttcattctcgataaaggcatgctggacgagcgt

ttttttacgcgccgctcgcgggcaagcacaagtggttggagatgctaccgcaccccgaacttctctagtaggcgaagtaagagctatttccgtacgacctgctcgca

ureG CDS (urease accessory protein UreG)
ureG gene

5,460 5,470 5,480 5,490 5,500 5,510 5,520 5,530 5,540 5,550 5,560

cgcccgcaggcggccactgcatagCCAGGCATCAAATAAAACGAAAGGCTCAGTCGAAAGACTGGGCCTTTCGTTTTATCTGTTGTTTGTCGGTGAACGCTCTCTAC

gcgggcgtccgccggtgacgtatcGGTCCGTAGTTTATTTTGCTTTCCGAGTCAGCTTTCTGACCCGGAAAGCAAAATAGACAACAAACAGCCACTTGCGAGAGATG

ureG CDS ...in UreG)
ureG gene

Terminator (BBa_B0015)

5,570 5,580 5,590 5,600 5,610 5,620 5,630 5,640 5,650 5,660 5,670

TAGAGTCACACTGGCTCACCTTCGGGTGGGCCTTTCTGCGTTTATA

ATCTCAGTGTGACCGAGTGGAAGCCCACCCGGAAAGACGCAAATAT

Terminator (BBa_B0015)

5,680 5,690 5,700 5,710


