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Job ID:  20260219083231485729
Date: 2026-02-19 08:32:32
Gene Name: PIGH_HUMAN

Expression Host Organism:

Secondary Expression Host Organism:

Escherichia coli (E.coli)

Staphylococcus aureus

Sequence Type: DNA
Size: 564bp
Excluded enzyme sites:  []
Kept enzyme sites: []
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Original Sequence (Original Sequence Length: 564bp, GC%:53.55%):

ATGGAAGATGAACGCAGCTTTAGCGATATTTGCGGCGGCCGCCTGGCGCTGCAGCGCCGCTATTATAGCCCGAGCTGCCGCGAATTTTGCCTGAGCTGCCCGCGCCTGAGC
CTGCGCAGCCTGACCGCGGTGACCTGCACCGTGTGGCTGGCGGCGTATGGCCTGTTTACCCTGTGCGAAAACAGCATGATTCTGAGCGCGGCGATTTTTATTACCCTGCTGG
GCCTGCTGGGCTATCTGCATTTTGTGAAAATTGATCAGGAAACCCTGCTGATTATTGATAGCCTGGGCATTCAGATGACCAGCAGCTATGCGAGCGGCAAAGAAAGCACCACC
TTTATTGAAATGGGCAAAGTGAAAGATATTGTGATTAACGAAGCGATTTATATGCAGAAAGTGATTTATTATCTGTGCATTCTGCTGAAAGATCCGGTGGAACCGCATGGCATTA
GCCAGGTGGTGCCGGTGTTTCAGAGCGCGAAACCGCGCCTGGATTGCCTGATTGAAGTGTATCGCAGCTGCCAGGAAATTCTGGCGCATCAGAAAGCGACCAGCACCAGCC
CG

Optimized Sequence (Optimized Sequence Length: 564bp, GC%:38.48%):

ATGGAAGATGAACGTAGCTTTAGTGATATTTGTGGTGGTAGATTAGCACTGCAGCGTCGTTATTATAGCCCGAGCTGTCGTGAATTTTGTCTGAGTTGTCCACGTCTGAGCCTG
CGCAGCCTGACCGCCGTTACTTGTACAGTTTGGTTAGCTGCATATGGTTTATTTACATTATGTGAAAATTCAATGATCTTGTCAGCAGCAATTTTTATCACCCTGCTGGGATTGT
TAGGTTATTTACATTTTGTAAAAATTGATCAAGAAACGCTGCTGATTATTGACAGCCTGGGCATTCAAATGACATCAAGCTATGCTTCAGGTAAAGAAAGTACCACCTTTATTGAA
ATGGGTAAGGTTAAAGATATCGTTATTAATGAAGCGATTTATATGCAAAAAGTAATATACTATCTTTGTATTCTGTTAAAAGATCCTGTTGAACCACATGGTATTTCACAGGTTGTT
CCGGTGTTCCAGAGTGCAAAACCTCGTTTAGATTGTTTAATTGAAGTTTATCGTTCATGCCAGGAAATTTTAGCACATCAAAAAGCAACCAGCACTAGCCCG

GC Content Adjustment:

GC Content Adjustment

After GenSmart Codon Optimization Before GenSmart Codon Optimization
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\ Figure 1: GC content of the sequence before and after GenSmart Codon Optimization. The ideal GC content range is between 30% and 70%

.

DNA Alignment (Optimized Region)

Optimized 1 ATGGAAGATGAACGTAGCTTTAGT GATATTTGI GGTGGTAGAT TAGCACTGCAGCGT CGT
Original 1 ATGGAAGAT GAACGCAGCTTTAGCGATAT TTGCGECGECCECCT GBCGECTGCAGCGLCEL
Optimized 61 TATTATAGCCCGAGCTGTCGTGAATTTTGTCTGAGI TGTCCACGT CTGAGCCTGCGCAGC
Original 61 TATTATAGCCCGAGCTGCCGCGAATTTTGCCT GAGCT GCCCGCGCCTGAGCCTGCGCAGC
Optimized 121 CTGACCGCCGT TACTTGTACAGT TTGGT TAGCTGCATATGGT TTATTTACATTATGTGAA
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CTGACCGCGGT GACCTGCACCGT GT GGCTGECGECGTATGECCTGT TTACCCTGTGCGAA

AATTCAATGATCTTGTCAGCAGCAATTTTTATCACCCTGCTGGGATTGT TAGGTTATTTA
AACAGCATGATTCTGAGCGCGGCGATTTTTATTACCCTGCTGGGECCTGCTGEECTATCTG

CATTTTGTAAAAAT TGATCAAGAAACGCTGCTGATTATTGACAGCCTGGGCATTCAAATG
CATTTTGTGAAAATTGATCAGGAAACCCTGCTGATTATTGATAGCCTGGGCATTCAGATG

ACATCAAGCTATGCTTCAGGTAAAGAAAGTACCACCT TTATTGAAATGGGTAAGGT TAAA
ACCAGCAGCTAT GCGAGCGGCAAAGAAAGCACCACCT TTATTGAAATGGGCAAAGTGAAA

GATATCGT TATTAATGAAGCGATTTATATGCAAAAAGTAATATACTATCTTTGTATTCTG
GATATTGTGATTAACGAAGCGATTTATATGCAGAAAGTGATTTATTATCTGTGCATTCTG

TTAAAAGAT CCTGT TGAACCACATGGTATTTCACAGGT TGT TCCGGTGT TCCAGAGT GCA
CTGAAAGAT CCGGT GGAACCGCAT GGCAT TAGCCAGGT GGT GCCGGT GT TTCAGAGCGCG

AAACCTCGT TTAGATTGT TTAATTGAAGT TTATCGT TCATGCCAGGAAATTTTAGCACAT
AAACCGCGCCTGGATTGCCTGAT TGAAGT GTATCGCAGCT GCCAGGAAAT TCTGGCGCAT

CAAAAAGCAACCAGCACTAGCCCG
CAGAAAGCGACCAGCACCAGCCCG

If you would like to cite the GenSmart™ Codon Optimization Tool, please include the following information:
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The sequence was codon-optimized using the GenSmart™ Codon Optimization Tool (_https://www.genscript.com/tools/gensmart-codon-optimization ) [1].

1. Long Fan (2020, February 6). Codon optimization. (WO Patent WO 2020/024917 A1). Nanjing GenScript Biotech Co., Ltd.
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