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  Job ID:  20260219083231485729

Date:  2026-02-19 08:32:32

Gene Name:  PIGH_HUMAN

Expression Host Organism:  Escherichia coli (E.coli)

Secondary Expression Host Organism:  Staphylococcus aureus

Sequence Type:  DNA

Size:  564bp

Excluded enzyme sites:   []

Kept enzyme sites:   []

Original Sequence (Original Sequence Length: 564bp, GC%:53.55%):

ATGGAAGATGAACGCAGCTTTAGCGATATTTGCGGCGGCCGCCTGGCGCTGCAGCGCCGCTATTATAGCCCGAGCTGCCGCGAATTTTGCCTGAGCTGCCCGCGCCTGAGC
CTGCGCAGCCTGACCGCGGTGACCTGCACCGTGTGGCTGGCGGCGTATGGCCTGTTTACCCTGTGCGAAAACAGCATGATTCTGAGCGCGGCGATTTTTATTACCCTGCTGG
GCCTGCTGGGCTATCTGCATTTTGTGAAAATTGATCAGGAAACCCTGCTGATTATTGATAGCCTGGGCATTCAGATGACCAGCAGCTATGCGAGCGGCAAAGAAAGCACCACC
TTTATTGAAATGGGCAAAGTGAAAGATATTGTGATTAACGAAGCGATTTATATGCAGAAAGTGATTTATTATCTGTGCATTCTGCTGAAAGATCCGGTGGAACCGCATGGCATTA
GCCAGGTGGTGCCGGTGTTTCAGAGCGCGAAACCGCGCCTGGATTGCCTGATTGAAGTGTATCGCAGCTGCCAGGAAATTCTGGCGCATCAGAAAGCGACCAGCACCAGCC
CG

Optimized Sequence (Optimized Sequence Length: 564bp, GC%:38.48%):

ATGGAAGATGAACGTAGCTTTAGTGATATTTGTGGTGGTAGATTAGCACTGCAGCGTCGTTATTATAGCCCGAGCTGTCGTGAATTTTGTCTGAGTTGTCCACGTCTGAGCCTG
CGCAGCCTGACCGCCGTTACTTGTACAGTTTGGTTAGCTGCATATGGTTTATTTACATTATGTGAAAATTCAATGATCTTGTCAGCAGCAATTTTTATCACCCTGCTGGGATTGT
TAGGTTATTTACATTTTGTAAAAATTGATCAAGAAACGCTGCTGATTATTGACAGCCTGGGCATTCAAATGACATCAAGCTATGCTTCAGGTAAAGAAAGTACCACCTTTATTGAA
ATGGGTAAGGTTAAAGATATCGTTATTAATGAAGCGATTTATATGCAAAAAGTAATATACTATCTTTGTATTCTGTTAAAAGATCCTGTTGAACCACATGGTATTTCACAGGTTGTT
CCGGTGTTCCAGAGTGCAAAACCTCGTTTAGATTGTTTAATTGAAGTTTATCGTTCATGCCAGGAAATTTTAGCACATCAAAAAGCAACCAGCACTAGCCCG

GC Content Adjustment:

DNA Alignment (Optimized Region)

Optimized   1   ATGGAAGATGAACGTAGCTTTAGTGATATTTGTGGTGGTAGATTAGCACTGCAGCGTCGT

Original   1   ATGGAAGATGAACGCAGCTTTAGCGATATTTGCGGCGGCCGCCTGGCGCTGCAGCGCCGC

Optimized   61   TATTATAGCCCGAGCTGTCGTGAATTTTGTCTGAGTTGTCCACGTCTGAGCCTGCGCAGC

Original   61   TATTATAGCCCGAGCTGCCGCGAATTTTGCCTGAGCTGCCCGCGCCTGAGCCTGCGCAGC

Optimized   121   CTGACCGCCGTTACTTGTACAGTTTGGTTAGCTGCATATGGTTTATTTACATTATGTGAA
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Original   121   CTGACCGCGGTGACCTGCACCGTGTGGCTGGCGGCGTATGGCCTGTTTACCCTGTGCGAA

Optimized   181   AATTCAATGATCTTGTCAGCAGCAATTTTTATCACCCTGCTGGGATTGTTAGGTTATTTA

Original   181   AACAGCATGATTCTGAGCGCGGCGATTTTTATTACCCTGCTGGGCCTGCTGGGCTATCTG

Optimized   241   CATTTTGTAAAAATTGATCAAGAAACGCTGCTGATTATTGACAGCCTGGGCATTCAAATG

Original   241   CATTTTGTGAAAATTGATCAGGAAACCCTGCTGATTATTGATAGCCTGGGCATTCAGATG

Optimized   301   ACATCAAGCTATGCTTCAGGTAAAGAAAGTACCACCTTTATTGAAATGGGTAAGGTTAAA

Original   301   ACCAGCAGCTATGCGAGCGGCAAAGAAAGCACCACCTTTATTGAAATGGGCAAAGTGAAA

Optimized   361   GATATCGTTATTAATGAAGCGATTTATATGCAAAAAGTAATATACTATCTTTGTATTCTG

Original   361   GATATTGTGATTAACGAAGCGATTTATATGCAGAAAGTGATTTATTATCTGTGCATTCTG

Optimized   421   TTAAAAGATCCTGTTGAACCACATGGTATTTCACAGGTTGTTCCGGTGTTCCAGAGTGCA

Original   421   CTGAAAGATCCGGTGGAACCGCATGGCATTAGCCAGGTGGTGCCGGTGTTTCAGAGCGCG

Optimized   481   AAACCTCGTTTAGATTGTTTAATTGAAGTTTATCGTTCATGCCAGGAAATTTTAGCACAT

Original   481   AAACCGCGCCTGGATTGCCTGATTGAAGTGTATCGCAGCTGCCAGGAAATTCTGGCGCAT

Optimized   541   CAAAAAGCAACCAGCACTAGCCCG

Original   541   CAGAAAGCGACCAGCACCAGCCCG

Citation

  If you would like to cite the GenSmart™ Codon Optimization Tool, please include the following information:

  The sequence was codon-optimized using the GenSmart™ Codon Optimization Tool ( https://www.genscript.com/tools/gensmart-codon-optimization  ) [1].

  
  1. Long Fan (2020, February 6). Codon optimization. (WO Patent WO 2020/024917 A1). Nanjing GenScript Biotech Co., Ltd.  

Powered by TCPDF (www.tcpdf.org)

3 / 3

/tools/gensmart-codon-optimization
http://www.tcpdf.org

